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The tropical ants’ world is vast and remains largely unexplored especially in 

French Guiana where few myrmecological studies have been conducted. A total 

of 136 samples were collected from dead trees fallen on the ground, in five 

selected sites, according to the degree of disturbance and the variation of average 

annual rainfall of these sites. This present work aims to observe the ant 

communities present in the dead wood of French Guiana and to evaluate the 

impact of disturbances on the diversity of these communities. 55 different species 

have been found, mainly belonging to three subfamilies: Myrmicinae, Formicinae 

and Ponerinae. Comparison of diversity indexes between the sampled sites 

revealed variations that could be linked with the degree of disturbance of the rain 

forest. Despite the lack of sampling efforts and low sample coverage, our results 

show that ant diversity from dead logs is lower in secondary and disturbed rain 

forests parts than in other more preserved areas. 

Keywords: Ants communities, dead wood, diversity estimations, richness, 

perturbation. 

Introduction 
 

The Amazonian tropical rainforest, 

which is situated in the north of South 

America, extends more than 5.5 million 

square kilometers (km²) crossing the 

frontiers of nine different countries, 

although most of its surface is located in 

Brazil. One of its characteristics is to 

contain high levels of biodiversity, 

regardless the taxonomic levels. This 
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biodiversity reaches a peak on the Guyana 

Shield, where one of the biggest primeval 

forests can be found. In French Guiana the 

total estimated species, fauna and flora 

together, is 440 000 among which 1300 are 

species of trees, and more than 60 000 are 

identified species of insects (180 000 

estimated) (Stork, 1998). The lack of 

studies and the difficulties in exploring this 

complex biodiversity is why the French 

Guiana rain forest still contains a high 

estimated number of undescribed taxa. 

 

Ants are known to be a dominant 

group amongst the insects of the 

macrofauna (Dumpert, 1978; Holldobler & 

Wilson 1990; Heinze and Holldobler 

1997). They’re also one of the most 

diverse, abundant and ecologically 

significant organism families on earth, 

especially in the tropics (Agosti et al., 

2000; Kari T. Ryder Wilkie et al, 2010). 

There are 15174 identified and valid taxa 

of ants around the world (Antweb, 2012), 

but many species remain and have yet to 

be discovered; this number could reach a 

total of 25 000 species (Ward, 2010). The 

Neotropical region contains the richest and 

the most prominent fauna of Formicidae in 

the world and the number of species 

already found in this area is currently 3100 

(Fernandez, 2010). However, this fauna 

seems to be poorly described (Holldobler 

1990, Longino et al., 2002). This is a 

consequence of the lack of studies 

regarding tropical ants. Any exhaustive 

biotic inventory of the tropical ants has 

ever been made including the Amazonian 

rain forest (Delabie et al., 1997; Kari T. 

Ryder Wilkie et al, 2010). Regarding this 

information, it does not seem surprising 

that the myrmecofauna of French Guiana is 

poorly known and highly unexplored, and 

the papers referring to it almost inexistent 

(Groc, 2012). Only an inventory of litter-

dwelling ants of French Guiana has been 

recently carried out in a previous work (S. 

Groc, 2012). 

In tropical rainforests, ants 

dominate their environment according to a 

vertical stratification from the subterranean 

area to the canopy. Each strata of the 

rainforest possess a specific ant community 

that is well adapted to its environment, 

indeed only few species are found in each 

stratum but they are more or less specific 

to it. At the ground level dead tree trunks, 

also called rotten logs represent an 

important habitat for ground-dwelling ants 

and provide nesting locations and hunting 

areas. We expected to find, in these rotten 

logs, a specific community of ants, 

reflecting the biodiversity of ground 

dwelling ants. 

In this present work we describe, and try to 

evaluate the diversity of the rotten logs 

nesting ants, and also how this diversity 
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could be influenced by human 

perturbations. In order to evaluate species 

richness and identify the ant communities 

in rotten logs, we sampled ants in five 

different sites in French Guiana, and we 

compared the ant diversity and abundance 

of each site, trying to know if there’s a 

relation with environmental and 

disturbance gradients. 

 

Material & Methods  

Study sites 

          Five study sites have been sampled 

(Table 1), located in different areas of the 

French Guiana Amazonian lowland 

rainforest. Several sites were sampled with 

the purpose of obtaining the most 

exhaustive sampling of dead log ant 

communities as possible, but also to be 

able to compare the sites knowing that they 

present different levels of anthropic 

perturbations, or average annual rainfall. 

 

 

 

Table 1: Study sites and description. 

 

 Studies sites 
 

 “Petit saut” 
(PS) 

“Montagne des 
singes” (MS) 

“Saint-Elie“ 
(SE) 

“inselberg 
Virginie“ (IV) 

“ Rorota “    
(Ro) 

GPS 
coordinates 

N5°04’460”; 
W52°58’604” 

 

N5°04'388 ‘’; 
 W52°41'724’’” 

N5°17'319’’ ; 
W53°03'342’’ 

N4°11’092’’;  
W52°06’200’’ 

N4°52’604’’; 
 W52°15'630’’ 

Sites 

description 

Forest 

downstream 

from the 

dam of “Petit 

Saut”. 

Sometimes 

flooded. 

Touristic place, 

with the 

presence of 

frequented 

paths in the 

forest, managed 

by the ONF.  

Path near an 

abandoned 

experimental 

grapefruit 

plantation 

(CIRAD). 

On the forest 

path between 

the RN2 road at 

PK122 and the 

inselberg 

Virginie. 

Very well-

known and thus 

frequented and 

touristic place. 

Near urbanized 

areas. 

 

Perturbation High Average Average Low High 

Rainfall (en 
mm/year) 

2500 2500 2000 3000 2500 
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Fig.1: Position of the study sites on the French 

Guiana map. 

Fig.2: Average annual rainfall in French Guiana. 

 

Sampling method 

To collect ant species, only a hand-

sampling method was carried out. The 

hand-sampling method consisted in 

making several openings in a rotten log, 

fallen on the ground, with a machete, in 

order to find log nesting ant species. 

Standing dead trees were not included in 

this work. Fallen logs not totally lying on 

the ground or dead parts of trees other than 

tree trunks were not included either. If no 

ants were found, the log was counted as 

empty, however if ants were found, they 

were collected with the help of a mouth 

aspirator and soft forceps of different sizes 

depending on the size of the ants, and 

immediately put into 70° ethanol and sent 

to a laboratory for identification. 

Identification 

Ant samples have been identified in 

the laboratory of myrmecology located at 

the “Campus agronomique” in Kourou, 

using different determination keys 

according to the subfamily or genera. The 

species were identified only if the presence 

of workers was detected; the determination 

keys are not reliable when only a queen or 

males are found. For the subfamilies and 

the genera nomenclature the key of 

Fernando Fernandez (2003) was used. For 

the genus Pachycondyla, we were able to 

identify the ants to the species level using 
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the key of Mackay & Mackay (2010), the 

ants belonging to other genera were 

classified according to the morphospecies. 

 

Sample coverage 

Before anything else, the sample 

coverage (Ĉ) of our sampling method must 

be calculated, in order to determine the 

relevance of our sampling effort. This 

estimator can be defined as the proportion 

of species discovered in the sampled 

environment. 

 ̂    
   

 
 (Good, 1953) With     

representing the number of species for 

which only one individual has been 

collected, (also called singletons); and n 

the number of samples. It is important to 

notice that when several individuals of the 

same species were found on the same 

trunk, they were recorded as one sample 

and not several samples. This implies that 

all our estimators were calculated on a 

lower bound, also called minimal precision 

of the number of species estimated. 

 

Data analysis 

The graphics and tables illustrating 

the sampling results, and the species 

accumulation curves were made with 

Excel (Microsoft Excel Version 2010). 

Species richness estimators were 

calculated with the R software (version 

2.14.1) using the command “estimateR” 

for the alpha diversity in each site, and the 

command “specpool” for the gamma 

diversity which represents the diversity of 

all our sites gathered. The total estimated 

species richness is calculated on the 

observed species richness but also on the 

number of rare species among the samples. 

The eveness (E) of the samples’ 

distribution, based on the Shannon index 

(H) and the total number of species 

encountered (S), was also calculated. This 

index compares the observed distribution, 

and compares it to a theoretical distribution 

in which all the samples are equitably 

distributed, in order to evaluate the 

regularity of our observed distribution. 

Eveness: 
1
E = 

   

   
 = 

  

 
 (Tuomisto, 

2012) 

To compare the sites with one another two 

similarity indexes were calculated with the 

R software: Simpson and Shannon. These 

indexes were calculated so that the 

sampling errors would be reduced as much 

as possible. 

- Shannon index (with reduction 

of sampling errors):  

  ̃=  ∑
 ̂ ̂[ ]     ̂ ̂[ ]  

       ̂ ̂[ ]   

 ̂  
    (Chao 

et Shen, 2003)  ̂[ ] : the 
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observed frequency of the 

species s. 

 

- Simpson index (with reduction 

of sampling errors): 

 ̃= 
 

   
  ∑  ̂ [ ] ̂  

     

(Good, 1953; Lande, 1996).  

n: the number of samples from 

a given site. 

A diversity profile based on the numbers 

of Hill was also made for each site. The 

numbers of Hill (1973) are transformations 

of the Shannon and the Simpson indexes. 

These numbers can be related to an 

estimated number of species. It is more 

significant to compare these numbers with 

the species richness estimators than to 

compare the raw indexes with species 

richness (Chao (1984) & Chao et Lee 

(1992); Brose et al., (2003)). 

q
D  ∑   [ ]   

 

   

 
     

 

0
D= Number of estimated species for each 

site. 

1
D= e

H
, the exponential of the Shannon 

index. 

2D=1/D, the opposite of the Simpson 

index.  

 

 

Results  

Ant communities  

We collected a total of 136 ant samples in 

133 logs. 55 different species were 

identified as belonging to 6 subfamilies 

and 21 genus samples (Table 2). 

 

 

Table 2: Summary of the species sampled. 

Sub-families Ant species Frequency (%) PS MS SE IV RO 

Amblioponinae Prionopelta sp. 0,76 0 0 0 1 0 

Cerapachyinae  Achantostichus sp. 0,76 0 1 0 0 0 

Ectatomminae  Gnamptogenys sp. 1 0,76 1 0 0 0 0 

 Gnamptogenys sp. 2 0,76 0 0 1 0 0 

Formicinae Acropyga sp. 0,76 0 0 0 1 0 

 Brachymyrmex sp. 0,76 0 0 1 0 0 

 Camponotus sp. 1 0,76 0 0 0 1 0 

 Camponotus sp. 2 0,76 1 0 0 0 0 

 Camponotus sp. 3 3,79 1 1 1 1 1 

 Paratrechina sp. 1 1,52 0 0 0 2 0 

 Paratrechina sp. 2 0,76 0 0 0 1 0 

 Paratrechina sp. 3 2,27 1 0 0 2 0 
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The greatest diversity was observed on the 

sites “Saint-Elie” (21 species) and 

“Inselberg Virginie” (22 species) whereas 

“Petit-Saut” and “Rorota” seem to be 

poorer (14 species) (table 3). 

Myrmicinae is the most diversified 

subfamily in rotten logs with 35 distinct 

species accounting for 63 % of all sampled 

species. In comparison we found just 8 

species in subfamilies formicinae and 

ponerinae. Moreover others rare 

Myrmicinae Acromyrmex sp. 1 1,52 1 1 0 0 0 

 Acromyrmex sp. 2 0,76 1 0 0 0 0 

 Acromyrmex sp. 3 0,76 0 1 0 0 0 

 Aphaenogaster sp. 1 0,76 0 0 0 1 0 

 Aphaenogaster sp. 2 0,76 0 0 1 0 0 

 Aphaenogaster sp. 3 0,76 0 0 1 0 0 

 Apterostigma sp. 2,27 1 1 0 1 0 

 Crematogaster sp. 5,30 1 1 3 0 2 

 Cyphomyrmex bigibbosus 6,06 4 0 1 3 0 

 Cyphomyrmex sp. 2 0,76 0 0 0 1 0 

 Mycetarotes sp. 2,27 0 0 0 3 0 

 Mycocepurus sp. 0,76 1 0 0 0 0 

 Myrmicocrypta sp. 0,76 1 0 0 0 0 

 Pheidole sp. 1 2,27 0 3 1 0 0 

 Pheidole sp. 2 0,76 0 0 0 0 1 

 Pheidole sp. 3 2,27 0 0 0 0 3 

 Pheidole sp. 4  3,79 0 1 2 1 2 

 Pheidole sp. 5 0,76 0 0 1 0 0 

 Pheidole sp. 6 1,52 1 0 0 0 1 

 Pheidole sp. 7 0,76 0 0 0 0 1 

 Pheidole sp. 8 1,52 0 1 1 0 0 

 Pheidole sp. 9 1,52 0 0 1 1 0 

 Pheidole sp. 10 2,27 0 0 0 3 0 

 Pheidole sp. 11 0,76 0 0 0 0 1 

 Pheidole sp. 12 0,76 0 0 0 0 1 

 Pheidole sp. 13 0,76 0 0 0 0 1 

 Pheidole sp. 14 0,76 0 0 1 0  

 Pheidole sp. 15 0,76 0 0 0 0 1 

 Pheidole sp. 16 1,52 0 1 1 0 0 

 Pheidole sp. 17 1,52 0 0 0 2 0 

 Pheidole sp. 18 0,76 0 0 1 0 0 

 Pheidole sp. 19 0,76 0 0 1 0 0 

 Pyramica sp. 0,76 0 0 0 1 0 

 Solenopsis sp. 1 0,76 0 1 0 0 0 

 Solenopsis texana 1,52 2 0 0 0 0 

Ponerinae Hypoponera sp. 0,76 0 0 0 1 0 

 Odontomachus biumbonatus 3,03 0 2 2 0 0 

 Odontomachus haematodus 4,55 1 1 1 0 3 

 Pachycondyla apicalis 1,52 0 0 1 1 0 

 Pachycondyla constricta 3,03 0 2 0 1 1 

 Pachycondyla cooki 0,76 0 1 0 0 0 

 Pachycondyla pergandei 2,27 0 2 0 1 0 

 Pachycondyla stigma 17,42 2 3 5 6 7 



 

8 
 

subfamilies such as Ectatomminae, 

Amblioponinae and Cerapachyinae were 

found (Fig. 3). 

myrmicinae ponerinae formicinae ectatomminae cerapachyinae amblioponinae

n
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Fig. 3: Species number of ant s for each subfamilies collected during the sampling campaign, traced from 136 

ants. 

Myrmicinae is also the dominant 

subfamily in abundance mainly due to 

omnipresence of the genus Pheidole. 

Ponerinae are also very abundant in the 

rotten logs, with the genus Odontomachus 

and mostly Pachycondyla (Fig.4, Fig.5). 

 

 

 

 

 

 

 

 

Fig. 4: Rank-abundance diagram of ant genus collected during the sampling campaign, traced from 136 ants. 
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The species Pachycondyla stigma is 

omnipresent and 23 occurrences have been 

recorded accounting for 17.42% of all the 

samples which represent the most 

abundant species found in this study 

(Table2). In contrast there are many rare 

species found which have been collected 

just one or two times.

 

 

Fig. 5: Percentages of subfamilies of ants collected. 

 

The species accumulation curve shows an 

asymptotic trend and indicates that 

majority of ant species in rotten logs are 

gathered after around 100 logs explored. 

Beyond this, only rare species are found 

(Fig.6).

 

Fig 6: Accumulation curve of species in terms of the sampling effort. 
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Sample coverage 

The obtained sample coverage is 77.3% in 

this study. This proportion seems to be low 

for a correct study, but the fact that several 

individuals of the same species found on 

the same log were recorded as only one 

sample, underestimates the actual sample 

coverage and still permits us to use species 

richness estimators on our data, knowing 

that they will also be slightly 

underestimated.

 

 
Table 3 : Alpha richness estimators. 

. 

 
PS MS SE IV Ro 

S.obs 14.00 18.00 21.00 22.00 14.00 

S.chao1 32.33 37.50 66.33 48.25 26.00 

se.chao1 28.64 23.16 62.53 29.68 20.18 

S.ACE 47.76 40.88 86.69 53.56 33.94 

se.ACE 2.55 2.45 3.69 3.95 3.54 

 

 

Species richness estimators 

The total species richness has been 

estimated for each site, this richness can 

also be defined as the local richness or 

alpha richness (Table 3). The first 

estimator, Chao1, seems coherent, but its 

associated confidence interval (se.chao1) is 

too large, which makes this estimator 

unreliable. The second estimator (ACE) is 

also coherent and this time the confidence 

interval (ACE.se) is small enough to 

consider that this estimator is reliable. 

Logically we chose the ACE method to 

compare the total species richness 

estimations of our different sites. “Saint-

Elie” is the richest site according to the 

ACE estimations, whereas the “Rorota” is 

the poorest. The number of estimated 

species is significantly greater in “Saint-

Elie” than in “Inselberg Virginie,” 

although the observed richness was the 

same in these two sites, translating a 

difference in the structure of the ant 

communities especially regarding the rare 

species. 
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Richesse gamma 

Table 4 : Gamma richness estimators. 

  
 Observed 

species    Chao2   Chao2.se  jack1  jack1.se  jack2    boot  boot.se  n 

All  55 113.90  27.56  83.8  15.25  100.45  67.68  6.93  5 

 

The gamma diversity was also estimated. 

Chao2 seems coherent but according to 

Brose et al. (2003) the Jackknife estimators 

are stronger and thus more reliable. 

Different orders of the Jackknife estimators 

can be used depending on the occurrences 

of the species in the sampling. The 

completeness of our sampling method must 

be calculated to know which order of the 

Jackknife estimator is the most adapted to 

our data. The completeness is the ratio 

between the observed number of species 

and the estimated number of species (S 

obs./S estimated). 

 

 

Calculation of the completeness:  

- For jack1: 55/83.8= 65.63% 

<74% (completeness threshold 

for jack1) 

Jack1 is rejected. 

- For jack2: 55/100.45=54.75% 

>50% (completeness threshold 

for jack2) 

Jack2 is accepted.  

The Jackknife2 estimator is the most 

accurate one regarding the completeness of 

our sampling method. The number of 

estimated species in dead log ant 

communities is approximately 100 species, 

which means that in our study 55% of 

these communities were sampled. 

 

Diversity indexes & site comparisons.  

 

Table 5: Diversity indexes and eveness. 

Sites PS MS SE IV Ro 

Shannon 2,50 2,78 2,88 2,89 2,37 

 Shannon 
corrected 

3,44 3,70 3,01 3,64 2,95 

1D 31,23 40,45 49,96 38,13 19,13 

Simson 0.90 0.93 0.93 0.93 0.88 

Simson 
corrected  

0,95 0,97 0,96 0,96 0,91 

2D  1,05 1,03 1,04 1,04 1,10 

Equitability 0,23 0,30 0,37 0,28 0,14 
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The Simpson index is defined as the 

probability that two individuals from the 

same sample are not from the same 

species, but is essentially based on most 

frequent species. This index includes 

diversity and evenness of a community. 

The index increases with a greater 

diversity and also with a greater evenness. 

As seen in Table 5, this index is greater for 

the PS, MS, SE and IV sites (respectively 

0.95, 0.97, 0.96 and 0.96), than in the last 

site. We can also notice that the evenness 

is significantly higher for these same four 

sites compared to Ro. From these two 

indexes we can deduce that the ant 

communities are more regular in the sites 

PS, MS, SE and IV than in the Ro site 

regarding the most frequent species from 

each community. The Shannon index is 

also an evenness based index, but the rare 

species in this index have the same weight 

as the frequent species. With this index the 

four first sites don’t have the same 

evenness value anymore. The site MS 

possesses the highest evenness (3.70), 

followed by IV (3.64) and PS (3.44). The 

Ro site still has the lowest value (2.95). 

According to the weight attributed to the 

rare species the sites can more or less be 

differentiated regarding their evenness. 

 

  

Fig 7: Diversity profiles for each site. 
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each site. The structure of four sites (PS, 

SE, IV, Ro) can be compared. There is 

hierarchy from site SE to Ro, meaning that 

regardless the index used and thus the 

weight accorded to the rare species, the ant 

community of “Saint-Elie” is the richest, 

followed by “Inselberg Virginie”, “Petit 

Saut” and finally “Rorota”. Since their 

curves are crossing the site “Montagne des 

singes” cannot be compared to the sites IV 

and PS. Any gradient can be found 

between these sites, so we can only say 

that their structure is different. The site MS 

can however, be compared with SE and 

Ro, where a significant gradient exist. 

 

Discussion  

Ant community 

This is the first study that investigates ant 

communities in dead wood of French 

Guiana. In temperate environments, where 

ant species are known, logs are considered 

as an excellent nesting habitat (Delabie 

1997, Bull et al. 1995). In tropical 

rainforests, ants can find many nesting 

sites because the forest is relatively 

undisturbed. More than 3000 species of 

ants have been described in the Neotropic 

area and only some of these species live in 

dead wood. The Myrmicinae and 

Ponerinae are subfamilies of ants that are 

dominant in terms of diversity and 

abundance in dead wood in Guiana. This 

can be explained by the significant 

presence of the hyperdiversified genera 

Pheidole and Pachycondyla (Wilson 2003 ; 

Mackey 2010, Wilkie 2010). These genus 

are those most represented in our study and 

mean that rotten logs are suitable habitat. 

Like other studies on litter ants (Groc 

2012) or dead wood ants (Delabie, 1997) 

in tropical environments, the usual 

arboricole subfamilies as 

Pseudomyrmeciinae and Dolichoderinea, 

or underground subfamilies as Ecitoninae 

were not captured in our study. This 

confirms the structure of specific ant 

communities in a vertical gradient. 

Dead wood ants belong to different 

functional groups involving different 

ecological roles. Thus, by their function of 

predation and dispersal of organic matter, 

ants are indirectly involved in the 

degradation of dead wood.  

 

Pachycondyla stigma is the species that 

occurred the most. However this species is 

known to nest in rotting wood and dead 

trees (Wilkie K.T.R. et al. 2010). In 

addition, this species, because it is widely 

found in South America, is able to colonize 

a part of East Asia and is considered a 

potentially invasive species (Wetterer, 

2012). The specificity of this species 

explains its significant presence in our 

samples. 
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We can notice the singular presence of a 

large number of species. This can be 

explained by several factors. First, our 

sampling technique did not ensure that the 

captured ant is an ant living in the trunk. 

Maybe it was just passing through, or 

foraging. The second reason is a slightly 

weak sampling effort, which did not allow 

necessarily the capture of several 

individuals of the same species if this one 

is not abundant. 

 The last reason could be explained by the 

« border effect ». Individals not typical of 

tropical forests may be passing through the 

area sampled, because of the proximity to 

the egde and roads of some of our areas 

sampled (Longino et al, 2010). 

 

Diversity 

Diversity profiling allows the comparison 

of the diversity of all sites, because 

generally the hierarchy of diversity does 

not depend on the index used. We observe 

greater diversity of sites Inselberg Virginia 

and Saint Elie. Both sites have a good 

preservation, with a well-preserved forest, 

where human activity is lower and the 

ecological processes are not disturbed. The 

general conservation sites leads found a 

large diversity of species. Conversely, sites 

“Petit Saut” and “Rorota” have a lower 

diversity. The first suffered anthropogenic 

disturbances due to the proximity to 

infrastructure such as road and dam 

hydraulic « Petit Saut », and disruptions 

such as floods, regularly has its proximity 

with Sinnamary, regulated by the 

hydroelectric dam. The « Rorota » site is 

frequented often. It is located less than 15 

minutes from the center of Cayenne and 

many people run and walk every day on its 

large trails. In addition, on these two sites 

the plant community was greatly disturbed 

either by cutting trees or by planting exotic 

species, such as bamboo, which promotes 

the emergence of a secondary forest (Petit 

Saut) and changes in the flora (Rorota). 

Both sites are the more perturbate of all the 

study sites. As for arboreal ants of 

Borneodead wood ants of French Guiana 

are less diversified in secondary forest 

(Floren 2005). Today, anthropogenic 

disturbance (for example logging and 

forest conversion for agronomic use) of 

tropical ecosystems is omnipresent and the 

few remaining primary forest are 

decreasing rapidly in size. Rain forest risks 

a dramatic decline in biodiversity with 

unknown consequences for 

ecosystem functioning and ecosystem 

services (McCann 2000). 

Groc S. (Groc 2012) showed a greater 

diversity of litter ants in French Guiana in 

areas receiving the highest rainfall. In our 

study we did not see any influence of 

precipitation on the diversity of ants. A 
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more important sampling effort in areas 

with more mixed precipitation gradient 

could be used to agree with previous 

studies.  

 

Sampling 

Jackknife2 and Chaos values indicate that 

with our study, we should have collected 

between 100 and 110 species. In practice 

we have identified 55 species. The 

accumulation curve shows that our 

sampling effort is a bit low. The curve has 

a tendency to be stabilized with the number 

of logs observed, but news species still 

continue to appear as sampling effort 

increases. It would be interesting to double 

the number of logs observed to be closer to 

the maximum of the accumulation curve. 

Our sample coverage is also a bit weak. 

This is explained by the fact that in some 

of our samples several individuals of 

different species were collected. We 

should accounting each individuals like a 

new sample, this would have avoided this 

bias and provided a higher sample 

coverage. 

 

 

Conclusion 

As mentioned in the literature, despite 

insufficient sampling efforts, this study 

highlights the aspect of the vertical 

structure of the ants in tropical forest. The 

Myrmicinea and Ponerinae subfamilies are 

most present in dead wood, particularly 

through genus Pheidoles and 

Pachycondyla. At specific level, a decrease 

in the diversity is demonstrated by the 

degree of perturbation. It would be 

interesting to pursue this study by 

identifying particular areas farther from 

civilization and further inland, as well as 

practicing different sampling techniques.  
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